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Kit etk R o HE s
=
FATIVOAFIVNS VR TS—E
TPMT TPMT P283 TPMTYEE T
TSC1 TSCH P124 FEETMEREALAE
TSC2 TSC2 P046 IEETMEREALAE
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BWS/RSS KCNQ1OTT, MEO30 |5 Gl S —aigE B :
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FoyTHE) DR HYIZLow pH MLPA
buffer (BN EBFT vy THE)ZH A,
G
GNAS, GNASXL, NI . . _
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Jo—J%KEt
JAK2 (V617F,
N542_E543del,
E543_D544del), BHISEEIES P520LRICEFERFMITRELTL
MPN mix-1 CALR (L367fs*46, |P420 (EMEFRMEkEE NG . AREMEM /MR IYE . BH . HRHBREE(L10~20%LL £ (~100%)
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S
SMARCB1 m"ARCB" TBX1  Ipysg BSOS
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